Seed isozyme variation in Petrocoptis A. Braun (Caryophyllaceae).
The electrophoretic patterns of seven isozyme systems (ADH, AMY, AAT, GDH, LAP, MDH, and SOD) obtained from dormant seeds from 44 accessions belonging to 12 Petrocoptis taxa were compared in order to clarify taxonomic relationships within the genus. Overall, electrophoretic zymograms showed the presence of up 28 electromorphs, of which 26 were polymorphic among accessions. Mantel tests revealed a moderate level of correlation between the geographic distance matrix and several dissimilarity matrices based on the isozyme data (r=0.3052-0.3376). The electrophoretic profiles of seed isozymes did not match closely the analytical taxonomic framework drawn from morphology. Many electromorphs are widely distributed among Petrocoptis species, and since isozyme polymorphism is present within taxa, few species-specific markers have been found. However, a relationship between the geographic origin of the accessions and several electromorphs has been noticed. Isozyme data gave moderate support to the splitting of the genus into two groups previously defined on the basis of morphology and geographic distribution (western and eastern taxa). However, some samples belonging to P. hispanica and P. pseudoviscosa were somewhat intermediate between both groups as revealed by multivariate ordination techniques. Seed isozymes did not reveal any clear taxonomic grouping among western Petrocoptis species. In fact, no single segregate of this group is supported by the electrophoretic data.